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NGHIEN CUU TY LE CagA, VacA VA CAC GENOTYPE CUA vy,
& BENH NHAN VIEM DA DAY MAN

Trin Vin Vay, Tria Quang Trusg, Hi Thj Mish TM

Thvong Dy’ hoe ¥ Duge Ml

TOM TAY

Dt via 8k Vit 0p iy men Supe chidn Sodn xdc dinh bing md band hoc, ob 1 4
6én cac bifn 64 quan rong rhe @) sdn Ot logn sin vl ung . Nguydn nhan o yé o
VOOM 18 M zfort. ¥Khi ning gy bénh clia M pylon it ke nhau g0 cdc cd thé. Wiy Ms
gen cin H pylor o5 val S Song wic qupdt dnh mde 89 rdm ong cla BEnh vilm da diy ry
KhOng? Mige tidu: 1. Xdc Soh 1f 1 gen CagA. cac duds Hp cla ViscA bdng k§ hedt Wans
PCR & bénh nhin wam o day man cd Helcobacter pylod (¢} 2. Khéo st mdi bén quan 3¢
GAC gen iy v mit sd @8c Sien 18 sdng. ndi 4 vl w2 Dinh Aoe & a2 binh nhin e B
beong: 51 binh hds vides dp iy man o H oyl (=) Asgc Nl 30l G diy, 1 tring b be
v Trwong D hoc Y Dot Mub th thing 42011 déa hdng 42013, Phuong phip nghs
clu: HE bénh s, tiln 50, cde ta ching o mdng wa kham cic tndu chimg thye 1 ol
VDOM. 1 hrh ndi 50 wib sinh thide ly 2ot phdm. Daoh 5 hind thai VDDM rdn add 50 e
he thing Sydney odi tién_ Liy & mank sich Skt & hang wa 2dn vi. chia Sy Bm Clotest Vs
v S PCR. X4 it 17 4 omn Cagh, e dodi tip cla VacA Bdng kf Pudt Multiplex PCR 1
qui: T} 1& CagA [+) 1 45 0%, VacA (+) 200%. Cac genctypes ola VocA pm sim! (&3 1'%
sTm2 (47,075%), s1mimd (3 52%) indeg <5 yudng hop o chirs duditip 32 Ty B Caod
vl VecAs 1m1 & nhdm Sau theong v mhidu 80 Lot 13 S0% va 66 .57%; <20 hom ahdee daurk
v wira (p>0,05) Do »5 ¥ Bong ke & ving Mng vi vl 1 18 CagA (+] & ving ndy B 48,155
¢80 hom o2 ving khac (2>0.05) T§ & CagA & nhém wém mdc 80 ndng 1a S0 575, o M
rhom vidm rihe v o« 0008, Kl Refa: T5 M Vac Achidm iy v, bong 89 chid ydu 1 s1m! #
$1m2 Co mi lidn quan piia Cagh vir mixc &9 wém.

T kbda \Niem dg dly min, Cagh. VacA,

1. 0§t vin &b

Wem dy day man 13 ¥in theong man ton
cia tidu md phi nidm mac ds Sy, ¢ v dln
Sbn cdc biln 85 gues Yong rhw & s de,
loan sdn v ung thy. Mdn nay, 8 @ ndm
Hakzodech pyton (M pylor) & 1§ B 35% vEn
w0dn thd o Ié S0%. Nl H pyton o cao &
A chies vh i nedT Sang phit wille Whic, song
@ o5 Vit Nam [1] 12). [7)

TH 10 shilm Hpyiad cae wong shide
Bénh I da diy. th tring, ntdt 1A viben e diy
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man v ngay cd & nhimg ngudt 2inh Srorg
Nhwng thd ndng g8y bénd cla Mppon
Whde nhay gitre coc cd thh Viy My ki e
&8 vai 0 ong vide quybt dinh mie 44 i
yong cda binh vidm dg ddy mgn khdag? T
mdm 1937, Tomb cing cdc cdng siy &8 hos
et chudi gen cilia M pydord, Sromg 0 quan 10rg
nhde 13 CagA v VacA, Hai gan ndy quplt orA
tp Hpplori Cac ching CagA (+) B o
nguY <o lodt va ung B thdng qua wihs ti)
43 ndng <da vim o3 ddy man, Cac w: ¢4



& My, Nhat Bdn, Colombia v Han Qudc &)
tén hinh mdt nghién oy da quic gia vwiri 424
2éah nhdn vidm @@ diy do M pyford va thily
ring ¢ mbi n quan 0 rit gis CagA (¢)
v VacA(+) v mc 63 agng ¢l sl thuong
da ddy. Theo khuydn cdo Sy 1én rin Thé
gt w8 xi b cc 1dn thuong Sdn usg thy &
@9 &by (2012): treng sb nhINg npwdl nhidm
Hpylon, ngey o ung thu da diy t8ag 1,64
o & ahom cb cagA (+). VacA, &3¢ St 14
genctype sim1, cOng Mn quan wii nguy oo
eng B gia tang. Thé nhwng. chura o mit
nghin ciru nd0 ¢4 th g dung trén 1am sang
08 thes 3041, theo O, xir ¥l cac tn Buong
S0 ung thy [rich b 3], [T) O Vit Nam, mt
s tic gid 43 nghién odru vé gen cda M pylon
Tuy nhién chua cd nghitn clre kit hop gide
W 880, e 500 gid phly bloh v xic dnh
ady 0d cd gen VacA va CagA genctypes bing
) Dult PCR, 8lng Bdi phin tich mii Mn
quan gira cdc ydu th ndy & bioh nhde viem
9 Sy man, Chang 155 Bpc hide &) ti rdy
shdm 2 myc Sy,

1. Xéc Gok 1y ¥ gen CagA, VacA v
cie panclype bing kj thadt Maltpdax PCR &
S4ah nhdn vidm do ddy man cO Mehcobac-
bor pylovi (+).

2 KNS 28¢ sl Mo Quan i i pen Ny
voi mit 58 3o m m sdng, niv 30/ v md
20N M & céc Dénh nhdn dn.

2 D4 tugng vh phuong phip nghidn ciu

2.1. 061 twgng nghidén céu: 51 Bénh shin
70l 531 29 diy, 1 tring i Bénh vidn Trwong
B9l Mo Y Dugre Hud i thing 42011 Gén thang
472013 ¢ M pylen dwong tnh blng test Lnease
Wi 0poc chdn 0odn xic dnh o thuong e
vien man bing md bénh hoc

1.2 Phurong phap rghids ciru

Ngeth aghn ol Yo Sép hil bied s,
tn 8, cie Miju chdmg co nNAng v kham cac

vy chimg e D cis VDOM, iya chon bieh
10dn O Bhn hinh nds 30k v sish Dbt iy Dirh
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ghim. Ddnh gd hich B VOOM én nd sl

o0 b thing Sydney ¢ séa. Liy 6 ménh sieh
Bt bich thudrc khodng 3 mm. 3 mink & ving
thin v, 3 mdnh & ving hang v

= 2 mdoh en CLO- o8t 1 midod & thin vl
1 mdoh & hang Wi

« 2 mdoh ldm md bénh hoc uoc o Gnh
tdeg dung Gich formale trung tieh, dua &bn
khoa Gidi gy béoh cila Binh vige tudmg vi
020c Soc 041 cic bic sf chuyén khoa

- 2 méah ldm PCR, Swa Gén phong thi
nghidm BO mdn Di truydn, ddo quin trong
0 88ag &b e ta hash cée kf thudt phan
sich gen CagA. VacA va cic genotype cla
H pylori

Phuong S¢n aghln céu chinh

Thide bj ndi sol

« Ny ¥ 500 hdu OLYMPUS. GF- X150

- Kl gl lit. 97 Gung m 5 2 men, dng
mbe o e xoay

Niy m xét pghipm mhanh crease:
<l Cleg ty o phda thuong mei-ads wudt vi
&ech vy Vidt A hanh phd H Chi Minh 83 Suge
chudn hoa.

Thikt ] M PCR v mndy dige o

« Miy PCR AR 2720 cla hing Agpied
Bosysierms, Kt chidt sich ADN: Wizard Geno-
mic ADN purificancn (Promega)

+ May Sén di Ede 300 cda hang Wealtec

Cic phuong tha ldm oMl phiu bdnh
(2he0 qui trisd nde):

« May chupdn nén tv 83ng Citadel %000
(Shandon Ash)

« T4 sdy Memmen (B¢}
- Kich b 1 quang oc (Nekon, Nage)
« Mty ot ndey Microm HM 325 (D0%)

- My shudem Siu Sda 3 00ng Varatai
244 (Shandon. Arh) '

Twp
N{i khoa Vift Nam &8s



»»» NGHIEN CUU

3. Kt qud vi Ban lugn

3.1, Dje Gl cda 84 tuwgng nghln cire

Bdng 3.1. Mm‘lmd&mwm

Told trung tinh cla nhém aghidn clu &
40 213, 08 rndt 18 28 sl gl nndt 1 82 i
@ o4 ndm trong ehdm 41 - 60 B, 17 1 sam
gl mti nd.

Theo kit qud nghidn cdu cla Nguyle
Quang Chung, Te Lonag, Trish Tude Dlng it
108 Bénh shin VODM, &5 tubi rung bish B 41 8
$10.6. thip hon nghidn ciu cls ching 18 vix
p=0,002 (2} Theo mét nghuén ciu mdn Sy &

3.2.77 W gen CagA, VacA

a0 ﬂWl‘u I
—\\
| »n | K% K%) LT
.__.-_-'-_—'\
“ 14 20 &
Sl 0 Y
19 $ m

49213

—

iran, tudi trung binh cla cAc binh nhdn e 5
déy man 19 47,3 2 19,4 v b SO b 1. g
Trong mét b0 céo & Chu Au niem 2002 e
451 ténh nhin VOOM ¢ 63% nl boyg i
nam chi cd I7%. Nhin chung, ¢3¢ nghén o,
¢ho By Goc Gdm gion, tudi cla bk iy
KNas nhau gia caC ving. cic guds B sy
82 58 gip & ngudi trudng thinh v phds i
chil ybu & nira sau tudi trung nién 5. [7)

8dng 3.2 Ty N pen Cagh vl genclypes cus VacA

o~ s
Dwong tind w0
~ Am tinh 15
T Theg | 20
= .
- Bing 3.3 T) ) CagA theo tudi
2040 todl
CagA Todi = ~—n
Ouong tnh L " 47 83
Am tish ? 25
P !
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Bdng 1.4. TY I VacA theo twdd

VMN :o-wlwf:m | ,.““ mo':* ’ 0:‘ M"'"!;‘::
— — g ——— —— - P e e
sm 6 | 24 | 12 an 7 28
smm 0 0 2 100 0 0
sm, 12 5 | 9 L 3 125
P >0.08

Mink 2.1. Két qud PCR cda md¢ 38 binh nhin

S4 milu theo th ty 1 trén xudng oudy. 73, 77, T10, T12. T13. 715 T18 719, T20, T2 T28,
731, T332 fcoc 38 miu kbing M fuc 30 AF I Ind ahdng miy Ahdng dat 8w chudn)

Nhin xét: Gin mdt nda Ywdmg hop o CagA (+). 100% < VacA(+) rong 36 dudi tp s m,
chidem ty W cao nhilt (p>0.05), ihvdng cd rudng hop ndo ob durdi tip 52 v 4c bt ©d 3 52% Yudng
hop ehidm clng I0c 2 chiling H.pylon woi dudi tip s mm,

Diana Ortiz-Princz v cs nghidn clu Wén  sTm2 v s2m2 Bn bot 18 60, 27 va 7%. Trong
124 bénh nhan (61 Venezuela va 63 & Cuta) 84, ©5 3 ca (6%) chda hae chung Hpylkorl, 2 ¢a
Ao thily U ¢ cagA (¢) 18 67% & Cuba va 80.3% $1mIm2 va 1 ca s152m2 [5)
& Verazosla, Kibu gen chd ydu & cd 2 nuoc 1a

cagA® VacAs1m1. Kt qud ndy 6 sy khac bigt o m'ié‘us_"‘ ” ',K;“," eharg R
Vol nghilns ey 608 chong 18 (9<0,0005). Ty 1 "o 0I8 G5 S trung Binh gia cac mhom

Cagh (+) thay 851 ty Bheo cac bao Cho khac kidu gene cla M.pylon nhung ca¢ méi Bon quan
nhay (8] nity cOng khéng cd y nghia hing ke [9)

Daniel Asrat khi nghidn cou ty ¥ CagA 3.3, M&I Nen quan gioa CagA, VacA vod
vl VicA & 52 ngudt Ethiopa ndm 2004 cing  mOt s djc didm 1am sdng, ndl sol vi md
thly 100% ¢4 VacA (#), ty W cac dudi tip s1m1, bnh hoe

Tap o 67
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Bang 1.5 Cag A v mie &) dau thuong v/

Caph tinh Amtinh
Mo 69 dau n %) " T
Nhy 2 40 3 &0
Virs 18 4572 19 5478
Ning 3 50 3 0 |
P >0.06 ol
Béng 3.6 VacA vi che mde &) deu thuomg vi
VacA ., s mom, s,m, ]
Mire 00 dau " %) " %) n " |
Nhe ] 40 1 10 s 0
Vira 17 48 57 1 286 17 8N
Ning 4 66,67 0 0 2 nn
P »0.08

Nhan Iy nham dsu nhe cd t ¥ CagAl+) va VacAsTm1 thilp hon va tj 19 CagA(-). VazA simd
€20 hom 50 wii nham dau ndng, tuy shidn, sy khic Bidt chirs ¢ § nghla thing ke. Thyo ¥, wie
Ganh & mirc 00 Gau o dua vao odm gide chd guan cla NUt DN va khd ndng lvong 38 o
tromg 85 Wen Zhow, Shihe Yamarak vd o8 nghibn cou ¥8n 143 Banh nhain (124 & Nhat Bis v 1
& Trung Quéc) clng khving thiy mél 1én quan co y nghla gira Lam sang va ty ¥ cagA [17)

Bdng 1.7. VacA vir ving tén thuong trén ndl sof

VacA 8, m, s mm, .,m,

Ving tba thwong o ™) n "%) n o)
Hang vi 12 | 4444 1 3,70 14 | 5188
Thin vi 9 5254 1 588 7 aar

TYodn bd a4 57.14 0 0 J 4%

P 0,05
- Bing 3.8 CagA vor cée vang tda thuong

\ CagA tnh Am tinh |
Ving e theofig - n (%) n |
Hang vi 13 43,15 14 5185
Thin vj 7 41,17 10 5085
Todn bo 3 42,00 ] §74 |
P »0,08 |

Nhan iy da s tdn wong ndm & hang i, 17 ¥ CagA (+) & ving hang vi nhidu hon (2008
Theo Trdn Thi Phuong Thio, tj # CagA cao nhit & vong hang vi-tdn mén vi chidm 52 6%,k o
B b0 v (37.5%), va !hlp nhid 18 1am v (33,3%) (3] Kt qui sy buong b v nghitn o o
ehing 1 Theo Hasan Umi va cs, CagA (+) gdp ¢ yéu & mdnh hang vi va §dn quan o § gt
Wi mGrc 85 videm (p = 0,002), VacA s1m1 clng g&p shvdu hon & hang vi 50 v han vi nhumg kg
< ¥ nghils ihdng ke [10]

&8 Topchi
Ngi khoa Vigt Nam



(1 NGHIEN CUU <<+

B4ng 3.9. M&I Men quan giire CagA va 00 viém trén MBH

CagA Dwrong Am
0% viden n %) n 7%)
Nhe (2) 833 " 9187
Vua 8 L 8 L)
Ning (c) 14 80 .87 9 3913
P plalc) = 0009
Béng 2.10. MSI hén quan gita VacA v & viém
VacA s m s mom, sm
90 v n 0%) N ") n %)
Nhe 5 4167 1 833 8 50
Vira 10 62,60 1 825 ) 31,26
Ning 10 4348 0 0 9 56.52
P » 0,05

py WEDD e BT St U,

Hinh 3.2, m;ammmocaom
Nouydn Thi L 30 twdi. MS lam: B18962

Hossein Khedmat, AN Karami v cs
nghidn ciu trén 28 Dénh nhan (14 nam, 14
) voi tudd trung binh: 48,8 £14.4 ndm; thiy
CagA (+) hén quan voi 40 ning cba VDOM
va mit 8% vi khudn cao hom [6). Miguel A
vl s nghidn cOu trdn 121 Donh shan vidm
d9 ddy man & Venezuela cho thiy tf i cagh
(*) 2 79.3%. 5 10 vidm ¢ diy man eo ¢80
hom dang ké (p<0.02) & nhirng béah nhdn cd
CAgA[+) 50 v nhom con 19l nhung khing ¢d
mé dn quan cé § nghla gi0a cagA, cagt,

Hinh 1.3. Vidm dp déy man mie 00 ning
Trdn Thi M, 52 tudi, MS lam: B18235

CagT véi sy thay 85I md bénh hot cia nidm
mac da déy; cho thiy ddy cb thé 1a nhimg yéu
15 40¢ 19p, khdng en quan voi mic 3 vidm
CUh dp Gy [4] Nhur vy con o5 s khic nhay
vé mdi n quan gira moc &5 vidm va cac
genotypes clda H.pylon. Trong nghién cdu cla
ching 1, 8 10 CagA (+) & nhom vidm ndng
1ron md bonh hoe cao hon ob § nghla so wii
nhom viém nhe (p=0,009). T§ ¥ VacAstmt &
nhdm viém ndng cing cao hon nhdm vidm nhe

rihung chua ©b § nghia hing kb

Tap chi
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3. Két ludn
4.1. Ty § gene CagA va VacA genotypes:
~Ty W CagA(+) M 4506%, VocA (+) 100%

- Céc genctypes cda VacA gdm s1m1
(49.01%). s1m2 (47,07%). s1mim2 (3.82% -
day 12 2 trudng hop chia cong l0c 2 ching
Mpylon trong mdu sinh thidl), khang thdy
durdri tip s2.

4.2 M1 Bn quan gilra CagA vi VacA ge-
notypes v Ll sang, ndi sol, md bjnh hoe:

- Ty 6 CagA (+) va VacAsTm1 & nhdm dau
Pwrong vi nhidu 8n heot 16 SO% va 66 67%; cao
hon nivden dau nhe va wra (p»0.05)

- Da sd ¥ thueong ndm & ving hang i va
ty 4 CagA (+) & vOng nay 14 48,15%, cao hon
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ABSTRACT

Background: Chronic gastriis s a histopathologic entity characterzed by chronic inflam-
mason of the stomach mucosa which can lead 1o metaplasio, dysplasia and gastric cancer.
The most frequent eSclogy of this daease & H pylon. Pathclogical characheralics are diflerent
among H.pylen infected patients. So how about the role of M pylor’s genotypes in determining
Pe severty of chronic gastritis? Objectives: 1. Determine the rate of CagA. VacA genotypes
by Multplex PCR medihod in H pylon (+) chvonic gastris patients. 2. Assess ™e relationship
betwoen ose genes and some clinical, endoscopic, histological characteristics. Patients: 51
chronic gastrits patents who were diagnosed by histopathology on endoscopic biopsy samples
from 42011472013 ot Hue Universty Hospital Method: Get § bicpsy samples in antral and
corpus, inciude: 2 samples for wrease rapid lest. 2 samples for histopathclogical examinabtion,
2 remaining ones for Multiplex PCR If urease test (+) 10 determine cagA gene, VacA genc-
ypes Results: The rate of CagAl+) is 45.06%, 100% VacA(+). VacA genclypes nclude: s1m1
($2.01%), 31m2 (47 07%). s1mIm2 (3.02%). no cases has &2 sttype. The rate of CagA (+)
and VacAsim1 in severe epigastric pain group s 50% and 66.67% respectively, higher than
mild and moderate pain group (p>0.05). Most of chrosic inflammatory lesion is &t antral re-
gon and CagA (+) rate of this part is 43 15%, higher than others (p>0.05). Rate of CagA (¢)
in severe Inflammatory group is §0.87%. highet than mild one with p = 0. 000, Conclusions:
Thote a0 some sivdantes in results of CagA and VacA genctypes as wel as the relabonships
tetwoen these genes and cincal. endoncopic. Multpathological Charsctarnstcs but sorme data
il be dfforeny from Oher studies around the World,

Key words: Chronic gastritis, CagA, VacA,




